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Ring finger protein 14 promotes proliferation, migration and invasion of hepatoma

cells by inhibiting hepatocyte nuclear factor-1a
ZHU Guangxi, WANG Wensheng, ZHANG Liang, WEN Liangzhi, CHEN Dongfeng Department of

Gastroenterology, Daping Hospital, Army Medical University ( Third Military Medical Universsity ), Chongqing,
400042, China

[ Abstract | Objective To investigate the effects of ring finger protein 14 (RNF14) overexpression
and knockdown on the proliferation and invasion of hepatoma cells and explore the mechanism by which
RNF14 promote the occurrence and progression of hepatocellular carcinoma ( HCC). Methods We
investigated the expression of RNF14 in HCC and adjacent tissues using Gene Expression Profiling Interactive
Analysis ( GEPIA ), and examined its expression in normal human hepatocytes and hepatoma cells using
Western blotting. The effects of overexpression and knockdown of RNF14 on the migration and invasion
abilities of 2 hepatoma cell lines ( Hu7 and 7404) were observed using Transwell chamber migration and
invasion assay. The effect of RNF14 knockdown on the proliferation of hepatoma cells 7404 was verified by
CCKS proliferation assay, colony formation assay and subcutaneous xenograft tumor formation in nude mice.
The interaction between RNF14 and hepatocyte nuclear factor-la ( HNFla ) was tested with
co-immunoprecipitation assay. Results  The results of GEPIA and Western blotting showed that the
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expression of RNF14 was significantly higher in hepatoma tissues and cells than in normal hepatic tissues and

hepatocytes (P <0. 05). Transwell chamber invasion and migration assays showed that the migration and

invasion abilities of Hu7 cells were increased significantly after overexpression of RNF14 (P<0.05), and

RNF14 knockdown significantly attenuated the migration and invasion ability of hepatoma cells 7404 (P <

0.05). The results of CCK8 proliferation assay, colony formation and subcutaneous xenograft tumor formation

in nude mice all demonstrated that RNF14 knockdown significantly inhibited the proliferation of hepatoma cells

(P<0.05). Co-immunoprecipitation confirmed that RNF14 could bind to HNFla and down-regulate the

expression of the latter. Conclusion RNF14 promotes the proliferation, migration and invasion of hepatoma

cells through degrading HNFla, and may thus play an important role in the occurrence and progression of HCC.
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JiCETF 37 °C 5%CO, fEiR B AP E , & H WS4
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1.2.9 s HL 3T 3E 22 56 ( Co-Immunoprecipitation,
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17, FH 2L 22 v R DLTE T K Y protein A/G-beads
3 A b AR ZE i, 100 °C KA R A T ming
Western blot #5ll GFP-RNF14 1%, Flag-HNFla 19335,



378

=R KA, 2020,42(4)

http : //aammt. tmmu. edu. cn

1.3 it 5

K SPSS 20. 0 Ze it 8 4, Bdli R x5 3RoR.
Transwell /N 5 2 28 50 50 | se TR B2 56 LA /)N
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&3 GFP-RNF14 i (0,400,900 .1 900 ng) , LA N5
RNF14 2 75A505 T8 HNFla, 253001 6B fi 5% . b
% RNF14 #5 v Fr 3% &2 HNFlo ()8R (3535 135 %

fik. W] RNF14 fE845 4 9 H il HNFla.



382 =R KA, 2020,42(4)

http : //aammt. tmmu. edu. cn

3 e

Fifi 5 T 240 HE 98 A 4 BR R0 SR B9 AN B BT, 2
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G R SE, FE AR Y A R B AE
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WI G, Ak RE 2 S ], S iF DNA A4 8, DT 52 1
FEAMM ARG AE P o Wnt {55 00 BRI 1 & R R
R E| T EZEMME A, Wt 3@ B-catenin [1) 575
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